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Research Progress on the Correlation Between Intestinal Flora and Plant Polysaccharides

QIU Xia'?, ZHANG Jian'?, LI Ke-chang'?, SUN Zhan-yi'”, SHEN Pei-li'?, WANG Fa-he'
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Abstract: The research progress on the relationship between plant polysaccharides and intestinal flora was reviewed to provide scientific

for the research and utilization of plant polysaccharides.
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